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ft m m * 



si/us 



#g*Pfi^ft I gttJSKM ILIRa, gtCg^ffyiJ^ SEQ ID NO:l s£ SEQ ID 
5 NO:2. 

I gftfcttSI ILIRa, KtS*»* Jllfe-S- SEQ ID NO:3 £ SEQ ID NO:4. 

3. $«m%Lmm& 1 ^T^wit^se. a* seq id no:5 jg 

SEQ ID NO:6#t^M#?iJ. 

10 4. -wmmfr? , mmmm* 2 ^wi&^ge . seq id no : ? & 

SEQ ID NO:8JJf*Wrt t ?!l. 

5. -a-S-ftiSS SEQIDNO:5SSEQIDNO:8, fl-^iSkflMt 

15 7.tt*tt?J£*6 0fftft«±aft. -SJSCHO. 

1) «ft«nik#S6ll<rtttt^n. J»«*wai seq id no:5 s seq id 

NO:8 : 

2) $ii-£SM*i£i£# : 

20 3) #$*&tt#9A«-:l£ttfe±inAi 

4) £ffi-fr*aw*#T###flira±*ffljfii 



m w % 



mm&nmKxa* n mm&frm i %#mmm ilirb n 

5 ttRBtPJt^ftttlMnsFKB? II a*{*We** I IL11U ft 
^RStt^Uife(Rheumatoid Arthritis, RA)ft-#tttft«ll A # 

iii*^*i***iii***«**!*»fr. »ra#:tHKi*#im»*jB8 
mm®*®. 

ass^jR 6(il-6)# . il-i m&&»nmm®&Mm#m® 

20 Mi £t63lit&F*«»&. i^fiiiL-i$&W&fi, waiL-iS^fg^JSK 

WiSSfe. IL.lR*tM»#i IL-l m&mitm. J?nL-lRa<ffi«&££ Atitri)?&J7)&Jf8.tt 
a»l>r*ttA»« IL-1RI,*A 125-IOOOug/m2,a« 28*,«**«*A»lEtt* 

25 jtaga* in *pu il-i il-i m¥iit®(icE)&m±m 



3 



18 m =» mmM 



il-i &aft4>ftA*£*&S{t«&»m il-i 

A#*a«riKfiftS*irB|*|ttTNF fcTHttTW 4 -". TNF £«Ut 

is as fc mmwm-k&ti. f c r?t«^*ise«5P8x«t*ii. n & 

30 *»w@»as«T««ii##«Wifc#se»^. 
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onvmn. i 



ft m 15 mm* 



2. a*#* 

*»fl**7-fta£SG, a*k*m&»msm®? n «s<*. a&« 
5 fc /taws** i s#tttt*i ilirsi KKmmftn&is $eq id won. 
i»#ff&ttj>m»tt&£**6i9 4'SSK. j-235 as P ?s 

S*#*!(Gen«Bank NM.001066), M 236-467 ftftA Fc #ftflMMfift**l. * 

468-619 (4ft IL-IRa M*£»#?>J(C«,eB»nkX50125). £*, fci>rtM* p73 

* Fc K®.® C iM IL-IRa N®,®M SEQ IDNO:2 ffi*85»*S6 

10 . 

mwm&frm i sttttMH iur*. xft>K#?iitt* seq id no:3. 

6i9 +«[*■. «+m 1-152 as il-uu 

H«*8?Jf ?>J(Gc.ieBankX50l25), ft 153-167 * 168-402 p75 

15 W<K*»/?*J(GeneBank NM_001066). WIM, IL-1R* *«^ft^?U 

w c *Mtt P 75 n m. mm seq id no:4 mmmm** a . 

7AWa« ; W#iil08l*1iW^t^?(l(Gly4Ser) J (SEQIDNO:9) ( # IL-lRa^nf 
*ttW*iif5EB^g{* P 75 «f»M«£«H3£»»*8E*i* 
25 *#, tt»€CHOlE!fi+^#J9i**ii. 

Murray KM, Dahl SLAnn, Pharmacother 1997 Nov;31(l 1): 1335-8]. 
a«7*«**«W»^Se«*^7i-, fi^ SEQ ID NO:5 * 6 fjftvtoPfn 

30 . *mm&mmm*&®%~m'k§immft : ?. &t seqidno:7jsu 



>. i '1',- 



it m 4S SM/i8K 



*£Jtf*ttttA*M£B*tttt4fcK(DNA)ft*tttltt(i^). 
■*ttft**» DNA * RNA gfttt. WWXS«tSj5LS)fP3S£IS 

★*«j5»ftT-#*>i«*. SEQ IDNO:5i*SEQIDNO:8 

^ , P DR(New England BioUx^A). pUC18 «1?&7Attfttt*«S&tt«lt 

mcBom^mmm, wi***i>dr 

10 -ft***»S*#aa«lffl#* SEQ ID NO:3 ftjRtft P DR-(p753g-ILlRa), * 
*W#t£*ffl2. 

*ttfts*itT*art&«K*s&f!6ff£«ft. n*tm*$:mmmmff 

M SEQ ID NO:3 <* 4. 0rttl»tir±Mftft *J9 W*«^Jfi. Winfl**? CHO. 
COSfflSS. 293 Aft. RSFfflU^. 

is **«igftft~a!ax£i DNA«**s«ik««a»^, 

1) ftfMIHM-S&tttttt/I'M. 6 SEQ ID NO:5 3E SEQ ID 
NO:8; 

2) «*£il»*i*fittt: 

3) tt«*&*{M>A*ttttft£ftft. 

20 4) &a6S&tt*#TttJ!*ttftffi£lllft> 

5) ft*±»«, #ft4t:ll*S£iJ*«. 

*S9jS5^iB«S8. aettifcWlnffiJFfH 1 ! «#PCR, DNA**(J. Ptt*# 

25 «fgBfc£«*&ft#l»!ll«JliIig, *«*«*A*W£*,?*SI?F&aiif8 

Mfcft 2 «^6«J P DR^ P 75Ig-ILlRa>»ffl 3 #r*tt pDR-( ILHU.&*# 

W-p75). 

5r«ax4PCR*«a*s«s<i«Htt»ff?y. #bhi 
so . x+, s?eta#flM9l«iltih M*. el A pcr &&»ftm££jag«i?» 

# US6406863 PCR ££. 



"i i:ss i 



^= fW6«tt«. K&ftttll*. »tt*t. * 

W^^±ffl»»*#*P«iiBI#i8. Oiandcr RM Dcv Biol Stand 1996;8«:338. 

**ttji4>4tiit*»*<i>flMiMiAft. «t*f»*. waa%*«tr*«. 
waaw 

mu *SW»«WpDR.(p75Ig-ILlRa)jft||ttffl, *+. HCMV-A&ME 

ftjHS«tt¥, fttswit^eaif, bgh p a-* & &«* * k « a ? 

. SV4Q OTi-*mn 40 Wi&ttTKl&M&tetiL&t DHFR--H»t«aS«8IJt 
IS H: pUCori-jS&WSfcJfc&fijS, AmpR-pftRKilSB. 

B 2. *^Bfl«itM P DR-( ]LlRa-i£«#?>J-p75)ft*aK. 

p75-Ig-ILlRtlt#8e«l*a 

20 I. fta^»B«KSEQIDNO:l pGEMT-fp75-r g -ILIR a ) 
I. 1= pOEMT.p75Igfltt#, 

mm p75 frWftit 5'^?tfe P1(SEQ ID NO:l 1): 
S'CAG aagcttA TGHgcccgcccaegtKgcatttagaccctac 

£5«*fc&?IA3-t««#»**CAG, -^HindiniHS&At.gctt, 
25 ATG. 

m« P 75 ig ^tf«it»« P 75 m vm* h f c » s-jsm 51 a p2(seq id 

NO: 12): 

5'gtcgcaggacttgggctcgtcgccagtgctcccttc 
30 gfcfc , £M Chrisostomos Prodromou and Laurence H, Pwd(1992)tt»«*ff 



i I ! ' f :>t t 



(GeneBank NM_00106«»tttt, W PI « P2 ft* fflTtftf PCR*JN*l$f« 

^T^ttififf PCR, 



■ 


ft* (Ml) 




10 


25 mMMgjSO, 


10 


T»q % (SU/jlt) 


2 


?i « (2 M g/ H i) 


# ljd 


«* <2ug/ml> 









5 saw, 

1«tt. 94"C, 2#$* i 

i«jf, 94-c, ssr, 72r, 3#*h 

SW*. 20 

72TC. 5#tt. 

10 PCR PROGENE Genium ^fflUF ft±itfi% 

S*±**#ittTPCR. 0,S^a*ftll^h«ttift1?«£, 
&{X?f-*# ; f*£ 720bp£affj*ff. ffi Fnincga&qiMtHft1«*l*BttiX 

15 ffiS Ig #&«U*M«T+ 3'3SS^I« P3(SEQ ID NCHJ), 

5 '-cttgccgggggacagggac 

K h Fc #S8<J#flj(Ge«<sBank X52015)|OCl±HIIM 720bpDKA *m® 

s, w P 75 & 5'*?i* pi « ig fc ymm P3 ft*?i«r. «itmpcR« 
m&iiutmmm pcr. 

m® DNA »M**7JftSllH pGEMT *f*±/5*ifc*«ff 

itaHW^M^y.T-^^^Efllft!)^*, ap^pGEMT- 

25 ( P 75-Ig). 
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) u> . 



*t)P5<SEQIDNO:15)> 

P4 : 5 'CAGcgaccctctgggagaaaatccagcaag 
5 PS: 5'CAGgaattcctcgtcctcctggaagtag 

**. « g g»tte * egor i mvm&>iw9&±m$LX&*x 

mm&m page m&. 

(SI ILIRa flW(GemB«ikX50I25)ftftK. W P4 * P5 #31$. ft***]* 
*D*#»fr PCR. £»J8lt»R±ffe». ftft#?*ft*460fapi»**, «tr« 

**« DNA «E#«i*ftj£fti4 PGEMT «*±jg4»tt**fftt#£trtt 

,1. 3, pGEMT-( p7S-Ig-ILlRa)Bj?(SEQ ID NO:l)tHTp;ffit 
15 mm ILIRa ® Ig ILIRa M 5'«W Ig 65 3**»9U» P6(SEQ ID 

NO: 16). 

S'gtcectgtcccccggcaagegaccctcfgggagaaaatc 
@Ltt6tf*tt pGBMT-p75Ig*S pGEMT-ILIRa & ILIRa $T»#5i# 

20 KjR«ft±ttff£«, B*#T»tttt475bpW*«. *Mfc»flt DNA JtS. BL 
pOEMT- P 75Ig « PI 10 P5 PCR. *J8j*tt»*T » 

*®>&i*#a, *#&jlirSttift«*ttfr. 

®»® dna BcM*«g*«3£flM pGEMT *<*±, »4fc*»ff BtfittrS 
25 ilit»W»**iJ8fr-*i« k T- / hffM3£*iE*S ( JJSl» t BP* pGEMT- 

P 75-Ig-lLlRa(SEQ iDNO. l). 

2. ffi*%^pDR-(p75-I fi -iLlRa)B<)ff}% 

ffl HindUI W EcoRI(Prom«ga)3RS»ft{t, ft P 75-Ig-ILtRa fB^SA 
30 pGBMT-(p75Ig-lLlRa)«#±«T. JSKH&[3!#«*«<tM pDR 8#(New 
England Biolab. ,*&)+, »fj P DR-(p75-Ig- ILIRa). *«)S£ttftttfti&tt#. 



121 1 rxm I 



a m * mmm 



3.,, chq mm* 

mmm¥twtikmm&®w P DR-(tuR«-i£«jmp7S)#A cHo-dhfr-am 

(M. Iimtrogen SE Gibco ftq«£8ft). 4tfttttN*MB lovitrogene fcfj. 
5 j£8i*#*:*h tS%^4 : ia.»(Oibc O )+RPM1640/DEME. ^37X1, 5%C0 J[ »#« 

»si«^*jgffl~a^««Jiii»«i!*¥«»f(MTX)«ffj)nffi»^, 

4. »tt 

10 #*&#SftX*&£R«3E****£ CHO-S-SFM II »#26<GiBco 

/ te a>T*»#< PHfcfc 7.0-7.2, M« J7±0.ir, 1.0-l.Sg/L. 

rProtein A * *O/g0rtt#ft*!<t*i£ . ^^Mft^SSiaff 

15 SDS-PAGE KRe&ftfl-flb «».»^F ±.» 10^g ifcff 
SDS-PAGEJgy%*£SJ*lS G250 Iftfe, ftflttttttAJltf 6|ig ff SDS-PACK jS 

gl!!K«ft&. W BECKMAN DU656 4Hfcftft*ft»xtff#jik6ft*&*£4f 

a»£»(tS«**(#I**l*«ftfe. 600nm; BWgSli&fe, 490nm), 

«jeitfi'jRfiii(4»«**ft 2 *>, msMmm&ffmwm®ft, ma 

l. P GEM-fILlR a -i$gff?J.p75)BW£gg SEQ1D NO:3 flW# 

ib, *»i«jui£# pgr mmm mtu-mmn-v7s m^&m seq 

25 ID NO:3Jf«. ILtRa *B. St«** p7SIg £8 . 

aM.5*-3'77t«l«*l. PCR1 SS2«ffl^l«Ja*lb, tl pGEMT-ILIRa 
* ab / fe «(IURa).PCR2 R&Ml^-^ PCR ttf83l# c ft d, W pGEMT-p7S 
cd ^»(p75). Oligo-b (ft y*J5 oligo-c ft*) SHE*. X* PCR 
W&Z&m ab * cd ^aWffi«T.ffiffl?l* a * d, Oligo-b ft i'MS oligo-c 

so « s-*£^a*«*t*«8M* pcr &&, m\%.&&imteitm®. 
mmmmgfmm iur* m pis ffmuRmm^n, mnarmm. 

»«?I*P7(SEQIDN0:17). 
aatgccaectsggegBgca aGGAGCCGCCGCCGCCGGAGCCGCCGCCGCCGGAGCCG 

10 



nunm. i 



ffi « « W/26X 



CCGCCGCCctcgtcctcctggaagtag 

^5l«iW5'«^p75«S'«a*, *R]±'¥i!lttai«-A*»m?ll(45bp), 3" 

ILIIU tt 5* 31*! P8(SEQ ID N0:18)i 
5 P8s 5'CAGaagcitATGcgaccctctgggagaaaatccagcaag 

« S'MIR^^IASrit* CAG. Hindlll Kfflfejg aagctt «— 

te&mi- ATG. 

p75 65 3'*?l^ P9(SEQ ID N0:19): 
P9; 5'CAGgaattcgJcgccagtgctcccttcagc 
10 4 S'JIfc&SIA&^ilS CAG 0 EcoRI eaattc. 

I m&M pGEMT-ILIRa W P7 » P8 

«J*#«fTPCR. jHUE*JMMt±**> soo P «*». it 

1r»KBftffiftJK Mm DNA M-R. »JS BHU/MtMitlJS pGEMT-( P 75-Ig)*«« 
& P8 IP P9 *>9l*,«ff PCR,^«J«mJiBIS«lR±«*.a»7>^«^A 1200bp 

is mnm!&m&®®ffimtbDnAKmiLiR*-&mw-p75, bp seq id 

NO:3. 

DNA ttfflMtt KftllM pGEMT «{*±£fttt*Kffa#8frfi 
«a»«*^****V.fl t W^*E*WjEfipGEM-(ILlR8-«*ff?ti-p7S). 

20 

2. P DR-( ILlRa.jj«ff ai-p7S)ttftg 

ffl HindHI EcoRI(Pw«»ega)jSIII»(fc. ft IL11U.£«ff»-p7S SB>HftM. 
pGEMT-( lim-m&!*M-1>75)®ft±WT, XltaeHttftBffi&tt pDR 
(New England Biolabs AM pDR-< ILlR*o$fcff*|-p7S). i«IS^liJl 

25 

3. EHogyyafofe 

pDR-(lLlRa-^*f?^-p75)^A CHO-dhfF M 
{AJftvitrogen^Gibco^lKS^H). ttftttMiMB Mlngm *q. *fc 
*^8ff«JSrStfl«j«W^«fr. 24 *tffi**#*#Sfftfrf*ifc> 

30 15%»^l5l«f{Gibco)+RPMi640/DEME. f 37*C. 5%CO,«f#* 

»«M. 2X10-WL 11 SX lO-'moi/L ftKfclE. fg*M***fcffZXII. 
4- *S 



•& m * mmm 



PH (tA 7.0-7.2: *«37±0.HC, l.CM.5g/L. 

sds-page »g^^xifetts*f^ft^s«!is±ff mg m 

SDS-PAGBJg|a#^SJ*M G250 ftfe, #j|8]«4tft&_ttf 6fig # SDS-PAGE M 
K BECKMAN DU6S0 #jfeftlKft#»#fftttt6n*&*i&1r 

mm. m%mmiam%iU%*b*i&M&&i cooum 49o nm ), 
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■& W « SBn/26* 



<110> ±»e£±ffft|<li:&ftWJl&« 

5 <i2o> -ivim&imtfmm* n &**m&itm i ilirb mm*m&,x 
mmm. 

<130> 023430 

10 <160> 19 

<170> P*t«ntln version 3.0 

<210> I 

15 <211> 619 

<212> PRT 

<213> Altffl 

<220> 

20 <221> misc.feature 

<223> P 75~Ig-ILlRa 6 

<400> 1 

25 Leu Pro Ala Clu Val Ala 
1 5 
Thr Cys Arg Leu Arg Clu 
20 

Ser Lys Cys Ser Pro Cly 
30 35 

Ser Asp Thr Val Cys Asp 
50 

Trp Asn Trp Val Pro Glu 
65 70 
35 Asp Gin Val Glu Thr Gin 
85 

Thr Cys Arg Pro Cly Trp 
100 

Arg Leu Cys Ala Pro Leu 
40 US 



Phe Thr Pro Tyr Ala Pro Glu Pro Gly Ser 

10 15 
Tyr Tyr Asp Gin Thr Ala Gin Met Cys Cys 

25 30 
Gin His Ala Lys Val Phe Cys Thr Lys Thr 

40 45 
Ser Cys Glu Asp Ser Thr Tyr Thr Gin Leu 
55 60 
Cys Leu Ser Cys Gly Ser Arg Cys Ser Ser 
75 80 
Ala Cys Thr Arg Glu Gin Asn Arg lie Cys 

90 95 
Tyr Cys Ala Leu Ser Lys Gin Glu Gly Cys 

105 110 
Arg Lys Cys Arg Pro Gly Phe Gly Val Ala 
120 !2S 



& m * asi2/26M 



Arg Pro Gly Thr Glu Thr Ser Asp Val Val Cys Lys Pro Cys Ala Pro 

130 135 140 

Cly Thr Phe Ser Asn Thr Thr Ser Ser Thr Asp lie Cys Arg Pro His 
145 150 155 160 

5 Gin lie Cys Asn Val Val Ala lie Pro Gly Asn Ala Ser Met Asp Ala 
165 170 175 

Val Cys Thr Ser Thr Ser Pro Thr Arg Ser Met Ala Pro Cly Ala Val 

180 185 190 

His Leu Pro Gin Pro Val Ser Thr Arg Ser Gift His Thr Gin Pro Thr 
10 195 200 205 

Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser Phe Leu Leu Pro Met Gly 

210 215 220 

Pro Ser Pro Pro Ala Glu Gly Ser Thr Cly Asp Glu Pro Lys Ser Cys 
225 230 235 240 

15 Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
245 250 255 

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 

260 265 270 

He Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His 
20 2T5 280 285 

Glu Asp Pro Clu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val 

290 295 300 

His Asn Ala Lys Thr Lys Pro Arg Clu Glu Gin Tyr Asn Ser Thr Tyr 
305 310 31S 320 

25 Arg Val Vol Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn Cly 
325 330 335 

Lys Asp Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Met 

340 345 350 

Gin Lys Thr lie Ser Lys Ala Lys Cly Gin Pro Arg Glu Pro Gin Val 
30 355 360 365 

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser 

370 375 380 

Leu fhr Cys Leu Val Lys Gly Phe Tyr Pro Arg His He Ala Val Glu 
385 390 395 400 

35 Trp Glu Ser Asn Cly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
405 410 415 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val 

420 425 430 

Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met 
40 435 440 445 
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tt « U S513/2(5« 



His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser 

450 455 460 

Pro Gly Lys Arg Pro Ser Gly Arg Lys Ser Ser Lys Met Gin Ala Phe 
465 470 475 480 

5 Arg lie Trp Asp Val Asn Gin Lys Thr Phe Tyr Leu Arg Asn Asn Gin 
485 490 495 

Leu Val Ala Gly Tyr Leu Gin Gly Pro Asn Val Asn Leu Glu Glu Lys 

500 505 510 

lie Asp Val Val Pro Tie Glu Pro His Ala Leu Phe Leu Gly lie His 
10 51S 520 525 

Gly Gly Lys Met Cys Leu Ser Cys Val Lys Ser Gly Asp Glu Thr Arg 

530 535 540 

Leu Gin Leu Glu Ala Val Asn Tie Thr Asp Leu Ser Glu Asn Arg Lys 
545 550 555 560 

15 Gin Asp Lys Arg Phe Ala Phe lie Arg Ser Asp Ser Gly Pro Thr Thr 
565 5T0 575 

Ser Phe Glu Ser Ala Ala Cys Pro Gly Trp Phe Leu Cys Thr Ala Met 

580 585 590 

Glu Ala Asp Gin Pro Val Ser Leu Thr Asn Uet Pro Asp Glu Gly Val 
20 595 600 605 

Met Val Thr Lys Phe Tyr Phe Gin Glu Asp Glu 
610 615 



25 <210> 2 
<211> 619 
<212> PRT 

<213> xxff-m 

30 <220> 

<221> ■ iscjfeature 

<223> IURa-Ig-p?5»**fi 

<400> 2 

35 

Arg Pro Ser Gly Arg Lys Ser Ser Lys Met Gin Ala Phe Arg He Trp 
15 10 15 

Asp Val Asn Gin Lys Thr Phe Tyr Leu Arg Asn Asn Gin Leu Val Ala 
20 25 30 

40 Gly Tyr Leu Gin Gly Pro Asn Val Asn Leu Glu Glu Lys IU Asp Val 



if) 



02112338. 1 



35 40 45 

Val Pro lie Glu Pro His Ala Leu Phe Leu Gly He His Cly Gly Lys 

SO 55 60 

Met Cys Leu Ser Cys Val Lys Ser Gly Asp Glu Thr Arg Leu Gin Leu 
5 65 70 75 80 

Glu Ala VbI Asn lie Thr Asp Leu Ser Glu Asn Art Lys Gin Asp Lys 

86 90 95 

Arg Ph« Ala Phe lie Arg Ser Asp Ser Gly Pro Thr Thr Ser Phe Glu 

ioo 105 no 

10 Ser Ala Ala Cys Pro Gly Trp Phe Leu Cys Thr Ala Met Glu Ala Asp 
115 120 125 

Gin Pro Val Ser Leu Thr Asn Met Pro Asp Glu Gly Val Met Val Thr 

130 135 140 

Lys Phe Tyr Phe Gin Glu Asp Glu Glu Pro Lys Ser Cys Asp Lys Thr 
15 145 ISO 155 160 

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser 

165 170 175 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Bet lie Ser Arg 
180 185 190 

20 Thr Pro Glu Val Thr Cys Vai Val Val Asp Val Ser His Glu Asp Pro 
195 200 205 

Glu Val Lys Phe Asn Trp Tyr Val Asp Cly Val Glu Val His Asn Ala 

210 215 220 

Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val 
25 225 230 235 240 

Ser Val Leu Thr Vai Leu His Gin Asp Trp Leu Asn Cly Lys Asp Tyr 

245 250 255 

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Met Gin Lys Thr 
260 265 270 

30 lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu 
275 280 285 

Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys 

290 295 300 

Leu Val Lys Gly Phe Tyr Pro Arg His He Ala Val Glu Trp Glu Ser 
35 305 310 315 320 

Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp 

32S 330 33S 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 
340 346 350 

40 Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 

16 
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a w t$ susses 



355 360 365 

Leu His Asa His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 

370 375 380 

Lou Pro Ala Clu Val Ala Phe Thr. Pro Tyr Ala Pro Glu Pro Ciy Sar 
5 385 390 395 400 

Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gin Thr Ala Gin Met Cys Cys 

405 410 41S 

Ser Lys Cys Ser Pro Cly Gin His Ala Lys Val Phe Cys Thr Lys Thr 
420 425 430 

10 Ser Asp Thr Val Cys Asp Ser Cys Glu Asp Ser Thr Tyr Thr Gin Leu 
435 440 445 

Trp Asn Trp Val Pro Glu Cys Leu Ser Cys Gly Ser Arg Cys Ser Ser 

450 455 460 

Asp Gin Val Glu Thr Gin Ala Cys Thr Arg Glu Gin Asn Arg He Cys 
15 465 470 475 480 

Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu Ser Lys Gin Glu Gly Cys 

485 490 495 

Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg Pro Gly Phe Gly Val Ala 
500 505 510 

20 Arg Pro Cly Thr Glu Thr Ser Asp Val Val Cys Lys Pro Cys Ala Pro 
515 520 525 

Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr Asp lie Cys Arg Pro His 

530 535 540 

Gin He Cys Asn Val Val Ala He Pro Cly Asn Ala Ser Met Asp Ala 
25 545 550 555 560 

Val Cys Thr Ser Thr Ser Pro Thr Arg Ser Met Ala Pro Cly Ala Val 

565 570 575 

His Leu Pro Gin Pro Val Ser Thr Arg Ser Gin His Thr Gin Pro Thr 
580 585 590 

30 Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser Phe Leu Leu Pro Met Gly 
595 600 605 

Pro Ser Pro Pro Ala Glu Gly Ser Thr Gly Asp 
610 615 

35 

<210> 3 
<211> 402 
<212> PRT 

<213> Ai*ja 

40 



17 



Ki i2\m. >. 



« m 15 3510/26 81 



<220> 

<22I> »)' sc_f eature 
<223> ILlRa-«i*#»-p7S 

5 <400> 3 

Arg Pro Ser Gly Arg Lys Ser Ser Lys Met Cln Ala Phe Arg tie Trp 
1 5 10 15 

Asp Val Asn Gin Lys Thr Phe Tyr Leu Arg Asn Asn Gin Leu Val Ala 
10 20 25 30 

Gly Tyr Leu Gin Gly Pro Asn Vol Asn Leu Glu Glu Lys He Asp Val 

35 40 45 

Val Pro He Glu Pro His Ala Leu Phe Leu Gly He His Gly Gly Lys 
50 55 60 

15 Met Cys Leu Ser Cys Val Lys Ser Gly Asp Glu Thr Arg Leu Gin Leu 
65 70 75 80 

Glu Ala Val Asn He Thr Asp Leu Ser Glu Asn Arg Lys Gin Asp Lys 

85 90 95 

Arg Phe Ala Phe lie Are Ser Asp Ser Gly Pro Thr Thr Ser Phe Glu 
20 100 105 no 

Ser Ala Ala Cys Pro Gly Trp Phe Leu Cys Thr Ala Met Glu Ala Asp 

115 120 125 

Gin Pro Val Ser Leu Thr Asn Met Pro Asp Glu Gly Val Met Val Thr 
130 135 140 

25 Lys Phe Tyr Phe Gin Glu Asp Glu Gly Gly Gly Gly Ser Gly Gly Gly 
145 150 155 160 

Gly Ser Gly Gly Gly Gly Ser Leu Pro Ala Glu Val Ala Phe Thr Pro 

165 170 ITS 

Tyr Ala Pro Glu Pro Cly Ser Thr Cys Arg Leu Arg Glu Tyr Tyr Asp 
30 180 185 190 

Gin Thr Ala Gin Met Cys Cys Ser Lys Cys Ser Pro Cly Gin His Ala 

195 200 205 

Lys Val Phe Cys Thr Lys Thr Ser Asp Thr Val Cys Asp Ser Cys Glu 
210 215 220 

35 Asp Ser Thr Tyr Thr Gin Leu Trp Asn Trp Val Pro Glu Cys Leu Ser 
225 230 235 240 

Cys Gly Ser Arg Cys Ser Ser Asp Gin Val Glu Thr Gin Ala Cys Thr 

245 250 255 

Arg Glu Gin Asn Arg He Cys Thr Cys Arg Pro Gly Trp Tyr Cys Ala 
40 260 265 270 



P2iJ2:$38. 1 



Leu Ser Lys Gin Clu Gly Cys Arg: Leu Cys Ala Pro Lou Arg Lys Cys 

275 280 285 

Arg Pro Gly Ph« Cljr Val Ala Arg Pro Gly Thr Clu Thr Ser Asp Val 
290 295 300 

5 Val Cys Lys Pro Cys Ala Pro Gly Thr Phe Ser Asn Thr Thr Ser Ser 
305 310 315 320 

Thr Asp lie Cys Arg Pro His Gin lie Cys Asn Val Val Ala lie Pro 

326 330 335 

Gly Asn Ala Ser Met Asp Ala Val Cys Thr Ser Thr Ser Pro Thr Arg 
10 340 345 350 

Ser Met Ala Pro Gly Ala Val His Leu Pro Gin Pro Val Ser Thr Arg 

355 360 365 

Ser Gin His Thr Gin Pro Thr Pro Clu Pro Ser Thr Ala Pro Ser Thr 
370 375 380 

15 Ser Phe Leu Leu Pro Net Gly Pro Ser Pro Pro Ala Glu Gly Ser Thr 
385 390 395 400 

Gly Asp 



20 

<210> 4 

<211> 402 

<212> PRT 

<213> AI#« 

25 

<220> 

<22l> misc_feature 

<223> p76-J§*ffaHLlRatt*S& 

30 <400> 4 

Leu Pro Ala Glu Val Ala Phe Thr Pro Tyr Ala Pro Glu Pro Gly Ser 
1 5 10 15 

Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gin Thr Ala Gin Met Cys Cys 
35 20 25 30 

Ser Lys Cys Ser Pro Gly Gin His Ala Lys Val Phe Cys Thr Lys Thr 

35 40 45 

Ser Asp Thr Val Cys Asp Ser Cys Glu Asp Ser Thr Tyr Thr Gin Leu 
50 55 60 

40 Trp Asn Trp Val Pro Glu Cys Leu Ser Cys Gly Ser Arg Cys Ser Ser 



% as I? msmv. 



m 70 75 so 

Asp Gin Val Glu Thr Gin Ala Cys Thr Arg Glu Gin Asn Arg lie Cys 

85 90 95 

Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu Ser lys Gin Glu Gly Cys 
5 100 105 110 

Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg Pro Cly Phe Gly Val Ala 

116 120 125 

Arg Pro Gly Thr Glu Thr Ser Asp Val Val Cys Lys Pro Cys Ala Pro 
130 135 140 

10 Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr Asp lie Cys Arg Pro His 
145 150 155 160 

Gin lie Cys Asn Val Val Ala He Pro Gly Asn Ala Ser Met Asp Ala 

165 170 175 

Val Cys Thr Ser Thr Ser Pro Thr Arg Ser Met Ala Pro Gly Ale Val 
15 180 185 190 

His Leu Pro Gin Pro Val Ser Thr Arg Ser Gin His Thr Gin Pro Thr 

195 200 205 

Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser Phe Leu Leu Pro Met Gly 
210 215 220 

20 Pro Ser Pro Pro Ala Glu Gly Ser Thr Cly Asp Gly Gly Gly Gly Ser 
225 230 235 240 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Arg Pro Ser Gly Arg Lys 

245 250 255 

Ser Ser Lys Met Gin Ala Phe Arg lie Trp Asp Val Asn Gin Lys Thr 
25 260 265 270 

Phe Tyr Leu Arg Asn Asn Gin Leu Val Ala Cly Tyr Leu Gin Gly Pro 

275 280 285 

Asn Val Asn Leu Glu Glu Lys He Asp Val Val Pro lie Glu Pro His 
290 295 300 

30 Ala Leu Phe leu Gly lie His Gly Gly Lys Met Cys leu Ser Cys Val 
305 310 315 320 

Lys Ser Gly Asp Glu Thr Arg Leu Gin Leu Glu Ala Val Asn lie Thr 

325 330 335 

Asp leu Ser Glu Asn Arg Lys Gin Asp Lys Arg Phe Ala Phe He Arg 
35 340 345 350 

Ser Asp Ser Gly Pro Thr Thr Ser Phe Glu Ser Ala Ala Cys Pro Gly 

355 360 365 

Trp Phe Leu Cys Thr Ala Met Glu Ala Asp Gin Pro Val Ser leu Thr 
370 375 380 

40 Asn Met Pro Asp Glu Gly Val Met Val Thr lys Phe Tyr Phe Gin Glu 
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<210> 5 
<211> 18S7 



<213> Al?« 



<221> miscJTeature 

<223> pis-ig-iLiRam&m&mmmvm 

15 <400> 5 

ttgcccgecc aggtggcatt tacaccctac gccccggagc ccgggagcac atgccggctc 60 

agagaatael atgaccagac agctcagatg tgctgcagca aatgctcgcc gggccaacat 120 

geaaaagtct tctgtaccaa gacctcggac acegtgtgtg actcctgtga ggacagcaca 180 

20 tacacccage tctggaactg ggttctcgag tgcttgagct gtggctcccg ctgtagctct 240 

gaccaggtgg aaactcaagc ctgcactcgg gaacagaace gcatctgcae ctgeaggccc 300 

ggctggtact gcgcgctgag caagcaggag gggtgccggc tgtgcgcgcc gctgcgcaag 360 

tgccgcccg* gcttcggcgt ggccagacca ggaactgaaa catcagacgt sgtgtgcaag 420 

ccctgtgccc cggggacgtt ctccaacacg acttcateca cggatatttg caggccccac 480 

25 cagatctgta acgtggtggc catccctggg aatgcaagca tggatgcagt ctgcacgtcc 540 

acgtccccca eccggagtat ggccccaggg gcagtacact taccccagcc agtgtccaca 600 

cgatcccaac acacgcagcc aactccagaa cccagcactg ctccaagcac ctecttcctg 660 

ctcccaatgg gccccagccc cccagetgaa gggagcactg gcgacgagcc caagtcctgc 720 

gacaagacce acacctgccc cccctgcccc gcccccgagc tgctgggcgg cccctccgtg 780 

30 ttcctgttcc cccccaagcc caaggacacc ctgatgatct cccgcacccc cgaggtgacc 840 

tgcgtggtgg tggacgtgtc ecacgaggae cccgaggtga agttcaactg gtaegtggac 900 

ggcgtggagg tgcacaacgc caagaccaag ccecgcgagg ageagtacaa ctccacctac 960 

cgcgtggtgt ccgtgctgac cgtgctgcac caggactggc tgaacggcaa ggactacaag !020 

tgcaaggtgt ccaacaaggc cctgcccgcc cccatgcaga agaccatctc caaggccaag 1080 

35 ggccagcccc gcgagcccca ggtgtacacc ctgcccccct cccgcgacga gctgaccaag 1140 

aaccaggtgt ccctgacctg cctggtgaag ggcttctace cccgccacat egccgtggsg 1200 

tgggagtcca acggccagcc cgagaacaac tacaagacca ccccccccgt gctggactcc 1260 

gacggctcct tcttcctgta ctcoaagctg accgtggaca egtcccgctg gcagcagggc 1320 

aacgtgttet cctgctccgt gatgcacgag gccctgcaca accactacac ccagaagtcc 1380 

40 ctgtccctgt cccccggcaa gcgaccctct gggagaaaat ccagcaagat gcaagcctte 1440 
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agaatctggg atgttaacca gaagaccttc tatctgagga acaaccaact agttgctgga 1.500 

tacttgcaag gaccaaatgt caatttagaa gaaaagatag atgtggtacc cattgagcct 1560 

catgctctgt tcttgggaat ccatggaggg aagatgtgcc tgtcctgtgt caagtctggt 1620 

gatgagacca gactecagct ggaggcagtt aacatcactg acctgagcga g&acagaaag 1680 

CSggacaagc gcttcgcctt catccgctca gaeagtggcc ceaqcaccag ttttgagtct 1740 

gccgcctgcc ccggttggtt cctctgcaca gcgatggsag ctgaccagcc egtcagcctc 1800 

accaatatgc ctgacgaagg cgtcetggto accaaattct scttecagga ggacgag 185? 



<210> 6 

<21!> 1857 

<212> Wh 

<213> Altffl 



<220> 

<221> aisc_feature 

<223> aiK»-ir- P 75 m*m 



cgaccctctg 


ggagaa&atc 


cagcaagatg 


caagccttca 


gaatctggga 


tgttaaccag 


60 


aagaccttct 


atctgaggaa 


caaccaacta 


gttgctggat 


acttgcaagg 


accaaatgtc 


120 


aatttagaag 


aaaagataga 


tgtggiaccc 


attgagcetc 


atgctctgtt 


cttgggaatc 


280 


catggaggga 


agatgtgcct 


gtcctgtgtc 


aagtctggtg 


atgagaccag 


actccagctg 


240 


gaggcagtta 


acatcactga 


cctgagcgag 


aacagaaagc 


aggacaagcg 


cttcgccttc 


300 


atccgctcag 


acagtggcce 


caccaccagt 


tttgagtctg 


ccgcctgccc 


cggttggttc 


360 


ctctgcaeag 


cgatggaagc 


tgacoagccc 


gtcagcctca 


ccaatatgcc 


tgacgaaggc 


420 


gtcatggtca 


ccaaattcta 


cttccaggag 


gacgaggagt 


ccaagtcctg 


cgacaagacc 


480 


cacacctgcc 


ccccctgccc 


cgcccccgag 


ctgctgggcg 


gcccctccgt 


gttcctgttc 


540 


ccccccaagc 


ceaaggacac 


cctgatgatc 


tcccgcaccc 


ccgaggcgac 


ctgcgtggtg 


600 


gtggacgtgt 


cccacgagga 


ccccgaggtg 


aagttcaaet 


ggtacgtgga 


cggcgtggag 


660 


gtgcacaacg 


ccaagaceaa 


gccccgcgag 


gagcagtaca 


actccaccta 


ccgcgtggtg 


720 


tccgtgctga 


ccgtgctgca 


ccaggactgg 


ctgaacggca 


aggactacaa 


gtgcaaggtg 


780 


tccaacaagg 


ccctgcccgc 


ccccetgcag 


aagaccatet 


ccaaggccaa 


gggccagccc 


810 


cgcgagcccc 


aggtgtacac 


cctgcccccc 


tcccgcgacg 


agctgaccaa 


gaaccaggtg 


900 


tccctgacct 


gcctggtgaa 


gggcttctac 


ccccgccaca 


tegccgtgga 


gtgggagtcc 


960 


aacggccagc 


ccgagaacaa 


ctacaagacc 


accecccccg 


tgctggactc 


cgacggctcc 


1020 


itcttcctgt 


actccaagct 


gsccgtggac 


aagtcccgct 


ggcagcaggg 


caacgtgttc 


1080 


tcctgctccg 


tgatgcacga 


ggccctgcac 


aaccaetaea 


cocagaagtc 


cctgtccctg 


1140 


tcccccggca 


agttgcccgc 


ccaggtggca 


tttacaccct 


acgccccgga 


gcccgggagc 


1200 
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acatgccggc tcagagaata ctatgaceag acagctcaga tgtgctgcag caaatgeicg 1260 

ccgggccaac atgcaaaagt cttctgtacc aagacctegg acaccgtgtg tgactcctgt 1320 

gaggacagca catacaccca gctctggaac tgggttcccg agtgcttgag ctgtggctcc 1380 

cgctgtagct ctgaccaggt ggaaactcaa gcctgcactc gggaacagaa ccgcatctgc 1440 

5 acctgcaggc ccggctggta ctgcgcgctg agcaagcagg aggggtgccg gctgtgcgcg 1500 

ccgctgcgca agtgccgccc gggcttcggc gtggccagac caggaactga aacatcagac 1560 

gtggtgtgca agccctgtgc cccggggacg ttctccaaca cgacttcatc cacggatatt 1620 

tgcaggcccc accagatctg taacgtggtg gccatccctg ggaatgcaag catggatgca 1680 

gtctgcacgt ccacgtcccc cacccggagt atggccccag gggcagtaca cttaccccag 1T40 

10 ccagtgtcca cacgatccca acacacgcag ccaactccag aacccagcac tgctccaagc 1800 

acctecttcc tgctcccaat gggccccagc ococeagetg aagggageae tggcgac 1857 



<210> 7 
15 <211> 1208 
<212> DNA 
<213> AXffM 

<220> 

20 <221> misc_feature 

<223> iu«z-&m$i-?n®4fmmmt¥n 

<400> 7 

25 cgaccctctg ggagaaaatc cagcaagatg caagecttca geatctggga tgttaaccag 60 

aagaccttct atctgaggaa caaccaacta gttgetggat acttgcaagg aceaaatgtc 120 

aatttagaag aaaagataga tgtggtsccc attgagcctc atgctctgtt cttgggaatc 180 

catggaggga agatgtgcct gtcctgtgtc aagtetggtg atgagaccag actccagctg 240 

gaggcagtta acatcactga cctgagcgag aacagaaagc aggacaagcg cttcgccttc 300 

30 atecgctcag acagtggcco caccaccagt tttgagtctg ccgcctgccc cggttggttc 360 

ctctgcacag cgatggaagc tgaceagccc gtcagcctca ccaatacgcc tgacgaaggc 420 

gtcatggtca cceaattcta cttccaggag gacgagggcg gcggcggctc cggcggcggc 480 

ggctccggcg gcggcggctc cttgcccgcc caggtggcat ttacacccta cgccccggag 540 

cccgggagca catgccggci cagagaatac tatgaccaga cagctcagat gtgetgcage 600 

35 aaatgctcgc cgggccaaca tgcaaaagtc uctgtacea agacctcgga caccgtgtgt 660 

gactcctgtg aggacagcac atacacccag ctctggaaei gggttcccga gtgcttgagc 720 

tgtggcteec gctgtagctc tgaceaggtg gaaactcaag cctgcactcg ggaacagaac 780 

cgcatctgca cctgcaggcc cggctggtac tgcgcgctga gcaagcagga ggggtgccgg 840 

ctgtgcgcgc cgctgcgcaa gtgccgcccg ggcttcggcg tggccagacc aggaactgaa 900 

40 acatcagacg tggtgtgcaa gccctgtgcc ccggggacgt tctccaacac gacttcatcc 960 
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acggatattt geaggcccca ccagatctgt aacgtggtgg ccatccctgg gaatgcaagc 1020 

atggatgcag tctgcacgtc cacgtccccc acccggagta tggccccagg ggcagtacac 1080 

ttaccccagc cagtgtccac acgatcccaa cacaegcagc caactccaga aeccagcact 1140 

gctccaagca cctecttcct gctcccaatg ggccccagcc ccccagctga agggagcact 1200 

5 ggcgac 1206 



<210> 8 

<2U> 1206 

10 <212> ONA 

<213> AT&m 



<220> 

<221> Bise_feature 

is <223> p75-mmn-iuMmAmmumm 



<4O0> 8 



ttgeccgccc aggtggcatt tacaccctac gccccggagc ccgggagcac atgccggctc 60 

20 agagaatact atgaccagac agctcagatg tgctgcagca aatgctcgce gggccaacat 120 

gcaaaagtct tctgtaecaa gacctcggac accgtgtgtg actcctgtga ggacagcaca 180 

tacacccagc tctggaactg ggttcccgag tgcttgaget gtggctcccg ctgtagctct 240 

gaccaggtgg aaactcaagc ctgcactcgg gaacagaacc geatctgcac ctgcaggccc 300 

ggctggtact gcgcgctgag caagcaggag gggtgccggc tgtgcgcgcc gctgcgcaag 360 

25 tgccgcccgg gcttcggcgt ggccagacca ggaactgaaa catcagacgt ggtgtgcaag 420 

ccctgtgccc cggggacgtt ctccaacacg acttcatcca cggatatttg caggccccac 480 

cagatctgta acgtggtggc catccctggg aatgcaagca iggstgcagt ctgcacgtcc 540 

acgtccccca cccggagtat ggccccaggg gcagtacact taccccagcc agtgtccaca 600 

cgatcccaac acacgcagcc aactceagaa cccagcactg ctccaagcac ctcettcctg 660 

30 ctcccaatgg gccccagccc cccagctgaa gggagcactg gcgacggcgg cggcggctcc 720 

ggcggcggcg gctccggcgg cggcggctcc cgaccctctg ggagaaaatc cagcaagatg 780 

caagccttca gaatctggga tgttaaecag aagaccttet atctgaggaa caaceaacta 840 

gttgctggat acttgcaagg accaaatgtc aatttagaag aaaagataga tgtggtaccc 900 

attgagcctc atgctctgtt cttgggaatc catggaggga agatgtgcot gtcctgtgtc 960 

35 aagtctggtg atgagaccag actccagctg gaggcagtta acatcactga cctgagcgag 1020 

aacagaaagc aggacaagcg cttegccttc atccgctcag acagtggccc caccaecagt 1080 

tttgagtctg ccgcctgccc cggttggttc ctctgcacag cgatggaagc tgaccagccc 1140 

gtcagcctca ccaatatgec tgacgaaggc gtcatggtca ccaaattcta cttccaggag 1200 

gacgag 1206 

40 
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<210> 9 

<2ll> 15 

<212> PRT 

5 <2I3> AXmt 

<220> 

<221> ralse_feature 

<223> m##n 

10 

<40Q> 9 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Cly Ser 
1 S 10 15 



<210> 10 

<21t> 45 

<2!2> DNA 

20 <213> Al#fl 

<220> 

<221> inisc_f«ature 

<223> m**mm*irH 

25 

<400> 10 

ggcggcggcg gctccggcgg cggeggctec ggcggcggcg gctcc 45 



15 



30 



<210> 
<2II> 
<2I2> 
<213> 



11 
12 
DNA 



AXJfM 



3S 



<220> 
<221> 
<223> 



■isc_f«8ture 
91* 



40 <400> 



il 



02112MS i 



£ I I S624/2SM 



cagaagctta tgttgcccgc ccaggtggca tttacaccct a 

5 <210> 12 

<2U> 36 

<212> DM 

<213> AT®m 

10 <22Q> 

<22J> misc„feature 
<223> 31*1 

<400> 12 

15 

gtcgcaggac ttgggctcgt cgccagtgct cccttc 



<210> 13 

20 <2H> 19 

<212> DHh 

<213> Axitm 

<220> 

25 <221> niisc„feature 

<223> 91 « 



30 cttgccgggg gacagggac 



<210> U 

<211> 30 

35 <212> DMA 

<213> AIff« 



<221> ■isc.feature 
40 <223> ?!» 
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tft m 1? aas/MM 



<400> 14 

cagcgaccct ctgggagaaa atccagcaag 30 

5 

<210> 15 

<211> 28 

<212> UNA 

10 <213> AX&ft 

<220> 

<221> nisc_feature 

<223> mm 

15 

<4O0> 15 

caggaattcc tcgtcctcct ggaagtag 28 

20 

C210> 16 

<2U> 39 

<212> MA 

<213> AlffH 

25 

<220> 

<221> aiscjeature 

<223> 5i m 

30 <400> 16 

gtccetgtec cccggcaagc gaccctctgg gagaaaatc 39 



<210> 17 

<211> 84 

<212> DMA 

<213> Al*« 

<220> 
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•& W # mnmu 



<221> ■i»c_featuro 

<223> mm 

<400> 17 

natgccacct gggcgggcaa ggagccgccg ccgccggagc cgccgccgcc ggagccgccg 60 
ccgccotcgt cetcctggaa gtag 84 



10 <210> 18 

<211> 39 

<2I2> DNA 

<213> Al#J< 

15 <220> 

<221> iiisc_feature 

<223> mm 

<400> 18 

20 

cagaagctta tgcgacoctc tgggagaaaa tccagcaag 



<210> 19 

<211> 30 

<212> DNA 

<213> AXff-n 

<220> 

<221> raisc_feature 

<223> mm 



35 caggaattcg tcgccagtgc tcccttcagc 30 



12 112 MR i 



$ m % m m 



V, f : • - 




(121 12338. ! 
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